The title compound, [Cu 4 (C 11 H 13 NO 4 ) 4 ]ÁCH 3 CH 2 OHÁ2.5H 2 O, is an electronically neutral tetranuclear copper(II) complex with a cubane-like Cu 4 O 4 core. The complete molecule has point group symmetry 2. The phenol hydroxy group and one of the three alcohol hydroxy groups of each 2-{[tris(hydroxymethyl)methyl]iminomethyl}phenol ligand are deprotonated, while the secondary amine and the other two hydroxy groups remain unchanged. The Cu II atoms in the Cu 4 O 4 core are connected by four 3 -O atoms from the deprotonated alcohol hydroxy groups. Each of the pentacoordinated Cu II ions has an NO 4 distorted square-pyramidal environment through coordination to the tridentate Schiff base ligands. The Cu-N/O bond lengths span the range 1.902 (4)-1.955 (4) Å , similar to values reported for related structures. There are O-HÁ Á ÁO hydrogen-bond interactions between the complex molecules and the ethanol and water solvent molecules, leading to the formation of a three-dimensional network. The ethanol solvent molecule is disordered about a twofold rotation axis. One of the two independent water molecules is also located on this twofold rotation axis and shows halfoccupancy. 
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For a related structure, see: Dong et al. (2007) . For the synthesis of the 2-{[tris(hydroxymethyl)methyl]iminomethyl}-phenol ligand, see : Chumakov et al. (2000) . Table 1 Hydrogen-bond geometry (Å , ) . Data collection: SMART (Siemens, 1994 ); cell refinement: SMART; data reduction: SAINT (Siemens, 1994 ); program(s) used to solve structure: SHELXS97 (Sheldrick 2008); program(s) used to refine structure: SHELXL2013 (Sheldrick, 2015) ; molecular graphics: Siemens, 1994) ; software used to prepare material for publication: SHELXTL.
Figure 1
The molecular structure of the title compound. Displacement ellipsoids are drawn at the 50% probability level. Symmetry codes: #1 -x, y,-z + 1/2.
Figure 2
The packing diagram for the title compound, viewed down the b axis, with hydrogen bonds drawn as dashed lines. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
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